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Figure 2 
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ITR = 1-356 of Rd2 

El region begins at nt 549 of Rd2 

AE3 = nt 27971-30937 of Rd2 

phTERT = -36 to -239 "medium promoter" 
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ITR = 1-356 of Rd2 

phTERT = -36 to -239 "medium promoter" 

HI = truncated tripartite leader and splice donor site from adenouirus 

and a splice acceptor site from a mouse immunoglobulin 
AE3 = nt 27971-30937 of Rd2 

El region begins at nt 549 of Rd2 
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ITR = 1-356 of Rd2 

phTERT = -36 to -239 "medium promoter" 

HI = truncated tripartite leader and splice donor site from adenouirus 
and a splice acceptor site from a mouse immunoglobulin 

AE3 = nt 27971-30937 of Rd2 

El region begins at nt 498 of Rd2 
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C=BGL2-EC047111 fragment from A 
into BGL2-NRU1 sites of B. 
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Figure 4 (C) 
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1ITR bhTERT|E1 | AE3 

ITR= 1-356 of Ad2 

E1 region begins at nt 549 of Ad2 

AE3 = nt 27971-30937 of Ad2 

phTERT = -36 to -239 "medium promoter 



|ITR IphTERTlHtlElal AE3 
ITR= 1-356 of Ad2 

phTERT = -36 to -239 "medium promoter" 

HI = truncated tripartite leader and splice donor site from adenovirus 

and a splice acceptor site from a mouse immunoglobulin 
AE3 = nt 27971-30937 of Ad2 

E1 region begins at nt 549 of Ad2 
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ITR= 1-356 of Ad2 

phTERT ~ -36 to -239 "medium promoter*' 

HI = truncated tripartite leader and splice donor site from adenovirus 
and a splice acceptor site from a mouse immunoglobulin 

AE3 = nt 27971-30937 of Ad2 

E1 region begins at nt 498 of Ad2 
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